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[Abstract)

Development of meta-analyses of gut microbiota is revealing deep association of commensal gut micro-
organisms, particularly commensal gut microbiota (CGM) with health and/or productive performance of livestock.
In this review, we mention the characteristics of swine CGM, and consider the relationship between the
reproductive performance of sows and their CGM. CGM of swine and monogastric-herbivores is similar, sharing
some common features such as higher diversity and higher abundance of fiber-degrading bacterium. It is well
known individual CGM is unique, but unique CGM of farm is also observed. We have found CGM of each farm
can link with sows’ productivity. CGM in each swine farm is modified by many factors such as feed, environment,
chemical agent (particularly antimicrobials), stresses and pathogen infection. Not only gastrointestinal infection
but also chronic respiratory infection influences the swine CGM. Antimicrobial is usually used to treat and/or
prevent these infections. Antimicrobial treatment eliminates the pathogenic bacteria, but at the same time, it also
influences CGM. Even one-shot injection of antimicrobials endures the modification of CGM at least for 14 days;
CGM modification by antimicrobial treatment cannot be recovered easily to the original CGM. For improvement
or maintenance of CGM, probiotics and/or prebiotics are used frequently in swine industry. We have shown the
administration of Bacillus probiotics can attenuate the negative effect of antimicrobial treatment on CGM in
weaning piglets. The study in this field has just begun, we believe bright future of CGM research in this field.
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