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Table 1. Nucleotide sequences of primers used for identification of genus Mannheimia.

genus Mannheimia

Sequence (5°-3”)

PCR product size (bp)

M. haemolytica

M. glucosida

M. gramulomatis

M. varigena

M. ruminalis

(F%) gggctatgcttgggttatcgtte

112

(R") gecataaataagcagggctatgtgg

(F) cctttactatgcagccaaccag

(R) gatattgccccaactctcgaag

(F) tagccggaaggattgagcaaga
(R) tctacaaagtcagccccattggag

(F) agcattgcctgtttcgcaactg
(R) agaactcgcttcttgecacctga

(F) gatgcactaggcttatgtttgggt

(R) agcaactgaggtgcgtgttg

180

379

514

299

a .
Forward primer
Reverse primer

Table 2. Results of identification of field isolates by PCR

No. of isolates

Genus Mannheimia 16S rRNA Multiplex PCR* PCR in this study
M. haemolytica 198 199 198
M. glucosida 10 10 10
M. ruminalis 4 4 4
M. varigena 28 Reject 28
M. gramulomatis 5 Reject (4) 5
M. haemolytica (1)
Mannheimia sp. 18 Reject Reject

* Identification by multiple PCR (Alexander, TW. 2008).
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[Summary]

Reinvestigation of Mannheimia haemolytica-like organisms resulted in reclassification of these
organisms and a new genus, Mannheimia, containing at least 5 species (M. haemolytica, M.
glucosida, M. varigena, M. granulomatis and M. ruminalis) was established. The aim of the present
study was to design a PCR assay to identify genus Mannheimia.

The validity of the PCR assay was examined against 8 reference strains of the family
Pasteurellaceae. Additionally, 263 isolates of genus Mannheimia were screened using PCR. The PCR
assay positively identified all genus Mannheimia, as confirmed by 16S rRNA analysis.

The PCR assay required no additional phenotypic tests for identification of genus Mannheimia
and become effective tool for the proper identification of these organisms.
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